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Table | Parameter of P, Py, F,, F, population

b3 HAR A ¥y A mE BETHE  MREERK
Population Sample Sample Mean Variance Population Density
size value distribution "~ function
P, n X I o’ BERRTE A w, o)
nommal distribution
P; n Xoi 2 o LR 0 o A, o)
normal distribution
F n 3 I o’ AN AX , o)
normal distribution
E e i EXRASH P 9’

normal mixture
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Table 2 Genetic analysis of resistance source 8072

# 4 Combination R S PAEN)) P
TN,/8072 161 48 0.1330 0.75
H 825 /8072 (Guichao 2/8072) 124 54 2.1363 0.14
IR24/8072 183 63 0.0135 0.91
A5 /8072 (Shuangguil /8072) 123 50 1.2486 0.26
B K% /8072 (Zhengzhuai/8072) 129 44 0.0044 0.95
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Table 3 Maximum likelihood estimates in F, population

AH BASTH BUE (1) I (1) GEACA
Combination Component No. Weight( ) Mean (u) Variance(az)

YU HE B (R-plant) 0.76 5.03 5.20
TN/8072

JEJ% H Bk (S—plant) 0.24 17.15 5.20
HE12%5 /8072 1% 1 Bk (R-plant) 0.70 4.00 7.48
(Gui chao2/8072) JRJF H Bk (S~plant) 0.30 15.34 7.48

B M B (R-plant) 0.75 3.26 5.45
IR24/8072

TR A5 HL B (S—plant) 0.25 15.07 5.45
15 /8072 L7 H K (R-plant) 0.71 4.05 5.49
(Shuang guil/8072) BSRH BE (S—plant) 0.29 15.08 5.49

HURAFRHAEGHE —BA AN EFEEER., HREESIMMBRXAGERH T 3
(TN, / 8072. FE#1 25 / 8072 I BRI / 8072) EAE B R H B (£ 4), &1 T HHE
HemtEss, FREMEBEFABEFEZERHBER(ES). AESEE, X3MEEH

R4 BABAZLEEARSER

Table 4 Identification of resistant polygene using maximum likelihood

#H 4 Combination maxLa MaxLo A P
TN /8072 -710.02 ~713.03 6.02 <0.05
H 825 /8072 (Guichao 2/8072) —583.13 —591.83 17.40 <0.05
IR24/8072 —752,67 —753.38 1.44 >0.05
FHE 15 /8072 (Shuangguil /8072) —573.82 —574.26 0.88 >0.05
BB /8072 (Zhenzhuai/8072) —646.63 —-653.13 12.99 <0.05

®5 FTER-SERRENEMBETEMEIT

Table 5 Maximum likelihood estimates of major gene effects and genetic variance of major gene

pikc': 45 THEREBME IERBREER ZEFERE FERREE IEN-ZEH

A T E TE ®IEE
Combination Additive Variance of  Heritability of Variance of Heritability of = Herability of
effect major gene major gene polygene polygene  major-minor gene
G (0'me) (Hng)% (7'pe) ()% (Ho%
TN /8072 5.06 19.20 58.16 8.61 26.08 84.24
H#25/8072 5.67 24.11 68.59 9.18 26.12 94.71
(Guichao2/8072)
B RE /8072 7.39 40.96 73.87 9.36 16.88 90.76
(Zhenzhuai/8072)
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Major—Polygene Effect Analysis of Resistance to
Bacterial Blight (Xanthomonas campestris pv. oryzae) in Rice

WANG Jian—She', WANG Jian—Kang®’, ZHU Li—-Hong', GAI Jun-Yi’
(1. Beijing Agricultural and Forest Academy, Beijing Vegetable Research Center, Beijing 100081, China;
2. Henan Agricultural Academy, Zhenzhou 450002, China; 3. Department of Agronomy, Nangjing Agricultural

University, Nangjing 210095, China)

Abstract:  Five crosses between resistance and susceptible were analyzed to study
major-polygene effect using major—polygene mixed mode. The result showed that 3 of
5 crosses were controlled by both major gene and polygene. In addition, there were
large variation of additive effect, variance as well as heredity of major gene polygene
in 3 crosses. Major gene was predominant in resistant vanation, but durability should
be considered. We suggested that construct major-polygene system be constructed in
the long run in breeding program to ensure a durable and high level of resistance to
constrain fluctuation of races of Xanthomonas campestris pv. oryzae population.
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